ENEPATIBHAS CIVIGA IO AKKPELVTALYN

POCAKKPEAUTALMS PEANEPAJIBHAA C/TY>XBA INO AKKPEANTALLINA Ne0011353

ATTECTAT AKKPEAUTALUN
Ne RA.RU.10HI/I01 BbigaH 30 HoAGpsa 2017 1

HOMep aTTecTaTa akkpegutTauum u jata eblavm

MeCTO HaxoXaeHus (MeCTO )Kl/lTeﬂbCTBa) 3aaBuTena

OpraH no cepTudmKauMy napgomMepHo-KOCMeTUUYECKo npoaykumn defepansHoOro rocyapCTBEHHOTO GI0KETHOrO yUpexaeHns
«loCyjapCTBEHHbIN HayuHbIli LEHTP AepMaToBEHepooruy 1 KocmMeTonormn» MUHUCTEPCTBA 3ApaBooxpaHeHns Poccuiickoit degepauum

107076, POCCW4A, ropog Mockea, yn/lFopbneHko, a. 3, cTp. 12, atax 1, kabuHeT 124

afipec MecTa (MecT) OCYLLeCTBNEHUS AATENbHOCTY

N ynoCTOBEPAET, YTO

cootBeTcTBYeT Tpebosanuam [OCT P MCO/M3K 17065-2012
akkpeanTosano) B kayecTBe OpraHa no cepTudmkanmm

HCOOTBETCTBMM C 06/1aCTbO akKKpeaMUTaLmm, 061acTb aKKpeauTaLuny onpeaeneHa B MPUN0OXeEHNN K HAacTosALLEMY aTTecTaTy M ABnseTcs
HeOTbeM/IEMOI YacTbio aTTecTaTa.

[aTa BHeCEHWs CBeAeHWIi B peecTp akKKpeAnToBaHHbIX nuy, 23 OKTAGpsS 2017 I
(JaTa BHeceHusi B peecTp cBefeHuli 06 akkpeanToBaHHOM rHIC\e)7) * | , /1

PykoBoauTenb (3amecTuTtens PykoBoautens) A.T. JlntBak
depnepanbHOl cnyX6bl N0 akKKpeauTauum froance HHAHRI, R

BranKk nsroTosnen 3A0 «OMLIMOH», www.opcion.ru, ( myensns Ne 05-05-09/003 ®HC P®, yposews B), Ten. (495) 726 4742, Mocksa, 2014 rog


http://www.opcion.ru

MUHMCTEPCTBO 3KOHOMWYECKOIO PA3BUTUA POCCUICKOW SENEPALINN

06 akKpegnTaumnm
defepasibHOr0 rocyaapCcTBEHHOI0 6HOMKETHOIO yUupexkaeHns «IMocyaapCTBEHHbI
Hayu4HbI LEHTP AepMaTOBEHEPONOMNN U KOCMETOMOMNN»

B cooTtBeTcTBMM C .4yacThlo 28 cTatbM 17 defdepaslbHOrO0  3aKOHa
oT 28 fekabpa 2013 r. Ne 412-®3 «O06 akkpeguTauuM B HaUMOHaNbHOM cuUCTeMe
akkpeautaumm»,  noctaHosneHnem  [paBuTenbcTBa  Poccuiickor  Pepepauunmn
oT 17 okta6pss 2011 r. Ne 845 «O depepanbHo cnyxbe MO akkpeguTauum» o
pesy/bTaTaM Bble3[HOW OLEHKM COOTBeTCTBUA PeaepasibHOr0 rocyaapCTBEHHOMO
OHOKETHOrO yupexaeHusi «ocyaapCTBEHHbIN HayUHbIN LEHTP AepMaTOBEHEPOormm
N KOCMETONOrMn» (fanee - 3adBUTENb) KPUTEPUAM aKKpeauTaumm nprKasbiBato .

1 AKKpegutoBaTb 3afBUTENId B KayeCTBe  opraHa nNo cepTugmkaumm
B HaLMOHa/IbHOM CMCTEME aKKpeauTauum ¢ YYeTOM COKpaleHWUs 3asiBfeHHOM 061acTu
(neno o npegocTaBneHNN rocyaapcTBeHHon yenyr oT 10 mas 2017 r. Ne 7266-T'Y).

2. YTBepauTh npunaraemyro 061actb akkpeautauum 3aasutens.

3. YnpaBneHuo akkpeauTauum BHeCTU CBeLeHNA 06 akkpeamTaumMm 3asasBuTens B
PEecTp aKKpeAWUTOBaHHbLIX MWL, KOMWKO HACTOALLEro Mnpukasa HanpasuTb B afpec
3aaBuTens.

4. MopaTeepXaeHVe KOMMNETEHTHOCTN aKKpeAMTOBaHHOMY 3asaBUTENHO NMPOXOANUTL

B YCTaHOB/1IEHHOM NopsaKe.
5. KOHTpOJ'Ib 3d UCMOJTHEHNEM HaCTOALLETO MNMPUKa3a BO3/10XKUTb Ha 3aMeCTUTENA

A.l". JlntBak

POCAWENATALNY
ny (m 7 BEH]O

o'y rnasHbli  cCneyumanuct

E..O,Cl,. CemeHoBa



UTeNb \3aMecTUTENlb PYKOBOAUTENS)
pankinoii/Cny>xbbl No akKpeamTaLum

S ts/ e noeTgak A |
noanmce UHULUManbl, amuins

[MpunoxxeHune
K aTTectaty ak”™1 a|Yk&S$lL
No

0T« » 20 T.
Ha 21 nuctax, nmct 1

O6nacTb akkpegmMTauum opraHa no ceptudunkaumm
OpraH no cepTudurKaumm napHroMepHO-KOCMETUYECKON NPOAYKLUK
(hefiepasibHOro rocyapCTBEHHOr0 6HOKETHOIO YUupexaeHust «FoCcyAapCTBEHHbIA HaYYHbIiA LLEHTP 4EPMATOBEHEPOIOTUM U
KocMmeTonornm» MunHucTepcTea 3apaBooxpaHeHns Poccuiickon ®egepaunn FOreY «MUTTHAK» MuHagpasa Poccum)

HauMeHOBaHVe opraHa no cepTuUUKaLum

107076, r.MockBa, yn. KoponeHko, A.3. ctp.12. 13Tax, kab. 124.

ajpec mMecTta OCyulieCTB/1eHNA NeATENNbHOCTU

TexHUYecKuin pernameHT TamoXeHHOro cotosa «O 6e30nacHOCTU NapdPrMepHO-KOCMETUYECKOW npoaykuum

n,\;?l HavmeroBaHve 06beKTa NOATBepKeHINS Kog, Kog, TeXHIYECKVIE Per/aMeHTbl, JOKYMEHTbI B [1okyMeHTb, YCTaHABMMBAIOLLYIE NpaBIN
COOTBETCTBIA OK TH 06/1aCTV CTaHAPTU3aLMN 1 VHble 1 METOZb! UCCMeL0BaHUIA (UCTIbITaHWIA) |
B3/ [IOKYMEHTbI, YCTaHaB/MBatoLLie V3MepeHuii *
TC TpeboBaHWs K 06beKTaM NOATBEPKAEHNA

COOTBETCTBYSA, 1 (W) TpeboBaHNA K
00beKTaM MoLTBEPXKAEHNSA COOTBETCTBUSA

Macna KocmeTnyeckme (3pMpHbIe) 20.53.10 3 3301 TP TC 009/2011 cTaTbs 2; cTaThs 5,
20.53.10.110 MyHKTbI 3,4,5,9; cTaths 7; MpunoxkeHve 1-6
20.53.10.120 MOCT 32117
10.41.71.000
10.41.72.120 OT60p Npo6 pazgenbl 3,4 FOCT 29188.0
OpraHonenTnyecKmne NokKasarTesn: MOCT 29188.0

- BHELLIHWIA B1A, LBET, 3arax
DUNKO-XMMMYECKIME NMOKa3aTeNn:
- IVI0THOCTb W MOKa3aTesb NpenioMieHns  [OCT 14618.10

- OMIpesereHite X10pa FOCT 14618.1
TOKCUKOJIOrMYeCKUe nokKalartesnu:



Ha 21 nucTax, nnucT 2
- KOXXHO-pa3apaxatoLLee ,qel\/'ICTBI/Ie CaHlMnMH Ne130-A CaHllNvH 1.2.681
- OBLLETOKCMYECKOE AeliCTBME
KnuHunyeckme (KNMHUKO-1abopaTopHbIe)
nokasartesnu:
- pasfpaxaroLLiee AelicTBme
- CEHCMBMNM3MpPYIOLLIEE AelCTBME
TpeboBaHMA K MapKUPOBKe
TP TC 009/2011 craTtba 2; cTaThel 5,
NyHKTbI 3,4,5,9; cTatha 7; MNMpunoxkeHne 1-6

3 3301
13 3303 00

2 Ayxu, TyaneTHas Bofa, 04eKO/OHbI, 20.42.11
LyLIUCTbIe Bodbl, napgromepHbie Bogsl 20.42.11.110

20.42.11.120 NyHKTbl 3.1.1 1 3.2, NyHKTHI 3.1.5,

20.42.11.130 3.1.6, 41 n 4.2, nyHKTbl 3.4.3 1 3.4.6
FOCT 31678
rOCT 32117
OpraHonenTUYecKre NoKasareu: MOCT 29188.0
- BHELLIHWIA B1A, LIBET, 3anax
PUBNKO-XMMUNYECKME NOKa3aTeNN:
- NPO3paYHOCTb MOCT 31678
- CTOVKOCTb 3araxa FOCT 31678
-KPeroCTb YC/I0BHasA OCT 14618.10 MOCT 3639
-CyMMa MacCOBbIX A0/1el AyLLMCTbIX FOCT 31678
BELLECTB
- 06beMHas [oNA 3TUI0BOIO CrivpTa FOCT 29188.6

TOKCUKOMOrMYecKume rnokasaTenu:
- KOXKHO-pa3apaxatoLLiee [eincTBme
- OOLLETOKCMYECKOE AECTBIME

KnuHunyeckme (KIMHMKO-1ab0paTopHbIe)

rnokKasaTtesin:

- pasapaxatoLLiee AelicTame

- CEHCVONNM3NPYHOLLIEE AIEICTBYE
TpeboBaHUA K MapKUPOBKe

CaHlMH Nel130-A CanlnH 1.2.681

CaHlMnH Ne130-A CaHlnH 1.2.681



Ha 21 nucrtax, nNucT 3
3 CpefcTBa KOCMeTUYECKME ANst 20.42.12.110 V13 3304 TP TC 009/2011 cTatbs 2; cTatbs 5,
MaKusika ryo 10 G000 nyHKTbI 3,4,5,9; cTatba 7; MNpuioxeHre 1-6
NYHKTbI 3.2 1 4.3 NyHKTbI 3.1.3 4.2
NyHKTbI 3.1.4, 4.1 n 4.2 nyHKTbl 3.4.4 1
3.4.7 nyHkT 3.3 TOCT 31697
nyHKTbl 3.1.1 1 4.3 nyHKTbl 3.1.3 N 4.2
NyHKTbl 3.1.4, 41 n 4.2 nyHKTbl 3.4.2 1
3.4.6 nyHKT 3.3 [OCT 31649
MOCT 32117
. OpraHonenTu4ecKue nokasaresnn: MOCT 29188.0
- BHELLHWIA BA, LBET, 3arnax,
- KpoHoLLIasA Croco6HOCTb
P U3NKO-XUMMYECKME MOKa3aTeNu:
- MaccoBasi 40715 BoApbl 1 neTyumx Belects TOCT 29188.4

- BOZOPOAHbIV NOKasaTe b MOCT 29188.2
-Ko/ionaHast CTabuibHOCTb MOCT 29188.3
-TepMOCTabUNIbHOCTb MOCT 29188.3
- CTOMKOCTb K BOfE FOCT 31697
-Temriepatypa KansnenageHus MOCT 29188.1
-KMCNOTHOE YMC/I0 MOCT 31649
-KapOOHW/TbHOE YKCIIO MOCT 31649
TOKCUYHbIE 3/1EMEHTbI: FOCT 30178
- CB/HeL, FOCT 26932
-MbILLbAK MOCT 26930
-pTyTH FOCT 26927
Mwukpoburonormyeckume nokasartesnu:

: . - 00LLiee KOMMYeCTBO MMKpoopraHnamoB  CaHluH 130-A
-OTCYTCTBUE GaKTepuii CEMenCTB FOCT P NCO 21148

Escherichia coli, Pseudomonus aeruginosa,

Staphylococcus aureus, Candida albicans

ToKCMKONOrnyecKune rnokKasaTesnn:

- KOXHO-paspaxkatoLLiee [lecTBme CaHlMnMH Ne130-A CaHlvH 1.2.681
- JEVICTBME Ha CIM3UCTbIE

-06LLIETOKCMYECKOE AENCTBME

KnnHunyeckne (KNMHNKO-NabopaTopHble)

NnoKa3aTesin:



4.

CpenctBa KOCMETUYECKME 414
MaKusKa rnas

20.42.12.120
20.42.14.120

13 3304
20 G300

- pasgpaxkaroLLee AeicTeme

- CEHCOUNM3MPYIOLLIEe [eiCTBUE
TpeboBaHUA K MapKMPOBKE

TP TC 009/2011 cTatbs 2; cTarbs 5,
nyHKTbI 3,4,5,9; cTatbs 7; MNpunoxkeHne 1-6
MyHKTbI 3.2 1 4.3 NyHKTbI 3.1.3 4.2
NyHKTb 3.1.4, 4.1 n 4.2 NyHKTbI 3.4.4 1
3.4.7 nyHkT 3.3 NOCT 31697

nyHKTbI 3.1.1 1 4.3 nyHKTbI 3.1.3 N 4.2
NyHKTb! 3.1.4,4.1 1 4.2 nNyHKTbI 3.4.2 1
3.4.6 nyHKT 3.3 TOCT 31649

rOCT 32117

OpraHonenTrnyecKmne noKasaresiun:

- BHELLHWIA BUA, LiBET, 3arax,

- KPOKOLLas Croco6HOCTb
PU3NKO-XMMUYECKIE MOKa3aTeNun:

- MaccoBast 40719 BOAbl M IETYUMX BELLECTB
- BOAOPOAHbIA MoKasaTe/lb

-KONnouaHast CTabuibHOCTb
-TepMOCTabUIbHOCTb

- CTOMKOCTb K BOfE

-Temriepatypa KarsienazieHuvs
-KMC/IOTHOE YMC/Io

-KapOOHW/IbHOE YIC/o

TOKCWYHbIE 3/1EMEHTBI:

- CB/HeL,

-MbILLbSK

-pPTyTH

Mukpoburonormuyeckme nokasarenu:

- 00LLIee KO/IMYECTBO MUKPOOPraH3MOB
-OTCYTCTBME 6aKTepUiA CEMECTB
Escherichia coli, Pseudomonus aeruginosa,
Staphylococcus aureus, Candida albicans
TOKCMKONOrnyecKmne rnokKasartesiu:

Ha 21 nuctax, nnucT 4
CaHlMnH Ne130-A CaxllMnH 1.2.681

rOCT 29188.0

MOCT 29188.4
OCT 29188.2
OCT 29188.3
OCT 29188.3
OCT 31697
MOCT 29188.1
OCT 31649
OCT 31649
OCT 30178
OCT 26932
MOCT 26930
MOCT 26927

CaHllvH 130-A
MOCT P CO 21148 !



5

Cpeacrea KOCMeTUYECKMe ans
MaHMKIopa

20.42.13.000

- KOXHO-pazapaxkatoLLiee JeiicTme
- [IEViCTBYE Ha C/MBICTbIE
-06LLIETOKCMYECKOe fIEViCTBIE

KnnHnyeckue (KNMHUKO-1ab0paTopHbIe)
rokasartenu: 5
- pa3apaKaroLLee fencTsye
- I.eHr.MOM3MPYHOLLIEE AENCTBME
TpeboBaHMA K MapKMUpOBKe

13 3304 30 000 TP TC 009/2011 cTatha 2; CcTaThs 5,

0 nyHKTbl 3,4,5,9; cTatba 7; [NpunoxkeHne 1-6
nyHKTbl 3.2.1 1 3.2.2 nyHKTbl 3.1.3, 3.1.4,
3.15, 3.1.6,

3.1.7, 3.1.8 4.3 nyHkTbl 3.1.9, 4.2 n4.3
nyHkT 3.3 FOCT 31693

MOCT 32117 NyHKT 4.3.1 NyHKT 4.2
nyHkTbl 4.1.2,4.1.3,4.1.4,4151n4.1.6
nyHkTbl 4.1.7, 4.1.8 1 5.1 nyHKT 4.4.1
nyHKT 4.3.1 TOCT 32854
OpraHonenqueCKme nokKasaTenu:

- BHELLUHWIA BMA, LUBET, 3anax,

- BHELLHW B NMAEHKN

P UN3NKO-XUMUYECKME NOKa3aTeNn:

- yC/l0BHaA BA3KOCTb

BpeMs BbICbIXaHWA

-afresvs

- BOAOPOAHbLIV MOKa3aTe b
-TepMOCTabU/IbHOCTb

- BOJOPOAHbIV NMOoKasaTelb BOAHO
BbITAXXKN .

-MaccoBas A0/1a CyxXoro BeLiecTtBa
TOKCUYHbIE 3/1EMEHTBI:

- CBMHeL,

-MbILLbAK

PryTH

Ha 21 nucTtax, IUcT 5
CaHlMnH Ne130-A CaHllvH 1.2.681

CaHlMnH Ne130-A CaHlMnH 1.2.681

OCT 29188.0
nyHKTbl 3.1.3, 3.1.4, 3.1.5, 3.1.6,
3.1.7,31.81n43TOCT 31693

'OCT 31693 CTB886
OCT 31693
'OCT 31693

MOCT 29188.2

rOCT 29188.3

MOCT 29188.2

rOCT 29188.4
OCT 30178
OCT 26932
FOCT 26930
FOCT 26927



- r- 'NY Ha 21 nucTtax, NCT O

M I/IKpO6VIO}'IOFVI‘-IeCKVIe nokKasaTesin (p[lﬂ
KOCMETUYECKIMX CPEeCTB, KPOMe /1akoB 1
HOrTeli He Ha BOAHOI OCHOBE):
- 06LLIEe KOMMUEeCTBO MKpoopraHuamos  CaHlH 130-A
-OTCYTCTBME GaKTEpUii CcemMelcTs rOCT P CO 21148
Escherichia coli, Pseudomonus aeruginosa,
Staphylococcus aureus, Candida albicans
TOKCMKONOrNYeCKUE NoKasaTesu:
- KOXKHO-Pa3pakatoLLiee ,U|9|7|CTBV|9 CaHlMnMH Ne130-A CaHlMnH 1.2.681
- IENCTBME HA CNMBNCTbIE
-06LLIETOKCMYECKOE AECTBYE
KnnHunyeckue (KNMHUKO-1abopaTopHble)
nokasaTenmu:
- pA3PAKAIOLLEE JEVICTBIE CaHlMH Nel130-A CaHlvH 1.2.681-97
- CEHCUONNM3MPYHOLLIEE AENCTBIIE
TpeboBaHUS K MapKUPOBKe

20.42.14.110 I/B 3304 TP TC 009/2011 ctarbs 2; cTarbs 5,
6. FlyApa, Biio4as KoMnakTHyto 91 GID0 NyHKTbI 3,4,5,9; cTatba 7; MNpunoxeHne 1-6

NyHKTbI 3.2 1 4.3 NyHKTbl 3.1.3 n 4.2
NyHKTbl 3.1.4,4.1 1 4.2 NnyHKT 3.4.4 NyHKT
3.3 'OCT 31698
FOCT 32117
OpraHonenT1yeckune NoKasaTenm: roCT 29188.0
- BHELLHWIA BWf, LBET, 3anax,
DPU3NKO-XMUYECKME MOKa3aTen:
- MaccoBast 10N Bofbl 1 neTyumx Bewects ['OCT 31698

- BOAOPOAHbII MOKa3aTeslb MOCT 29188.0
- CTeneHb KOMMAKTHOCTU FOCT 31698
-MaccoBast I0Ns LIMHKA W MarHuist rOCT 31698
TOKCUYHBbIE 3NEMEHTbI: OCT 30178
CBUHeL, MOCT 26932
-MbILLIbSIK FOCT 26930
pTyTH FOCT 26927

MUKpO6MOoNornyeckKme nokasaTenu



IMpoune KocmeTnyeckue cpeactea wim  20.42.14.140
CpeAcTBa ANd MaKusxXa 1 cpefcTBa 20.42.15.150
yXxo/la 3a KOXei (Kpome 20.42.15.144
JIeKapCTBEHHbIX), BKNOYasa cpeactea  20.42.15.149
NPoTWB 3arapa UM ansa sarapa 20.42.15.133

V3 3304
99 0000



Ha 21 nucrtax, auet 7

TobLLee KoM4ecTBO MyKpoopraHamos  CaHlvH 130-A
-OTCYTCTBME GaKTEPUIA CEMENCTB FOCT P ACO 21148
Escherichia coli, Pseudomonus aeruginosa,
staphylococcus aureus, Candida albicans

*—T oKcuMKoornyeckune nokKasaTesnu:
FKO@(Ho-pas,qpa)Karom,ee feiicTaue CaHI'mH Ne130-A CanlvH 1.2.681
_[IeiACTBYE HA CIIM3NCTBIE
-NOGLLIETOKCMYECKOE IeCTBYE
K/IMHUYecKne (KIIMHUKO-NabopaTopHbIe)
,nKazarenu:
- pasppaxatoLLiee AercTaye CaHlNvH Nel130-A CaHlvH 1.2.681
, CEHCOWNM3VPYHOLLIEE AEVCTBIE
TpeboBaHNS K MapKUpPOBKeE
XP TC 009/2011 ctaTbsl 2; cTaTbsl 5,
NyHKTbI 3,4,5,9; cTaTtba 7; MNpunoxkeHve 1-6
NYHKT 3.2 NyHKTbI 3.1.3 1 4.2 nyHKTbI 3.1.3
n4.2 nyHktbl 3.1.4,4.1 n 4.2 nyHKTbI 3.4.2
N3.4.3 nynkT 3.3.1 FOCT 31679
nyHKT 4.3 FTOCT 31460
NyHKTbI 3.2.1 1 3.2.2 NyHKTbI 3.1.3 1 4.2
nyHkT 3.3 FOCT 31695
NyHKT 3.3 NyHKTbI 3.2 1 4.3 NyHKTbI 3.1.4,
4 1vn4.2 nyHkT 3.4.4 nyHkT 3.3 TOCT
31698
roCT 32117
MYHKT 5.2 NyHKT 5.1.2 nyHKTbI 5.1.3, 5.1.4
X 6.1 nyHKT 54.1 nyHKT 5.3.1MOCT 32852
OpraHonenTUYecKme NnoKasaTesnmn: OCT 29188.0
. MHELLHWIA BXA, LBET, 3anax,

- (bI/IBI/IKO-XI/IMI/ILIeCKI/Ie NMoKa3aTesnn:

- ,,000pOAHbIV NMOKa3aTesb FOCT 29188.2

BO/ZIOPO/IHbIV MOKa3aTe b BOAHOM MOCT 29188.2

pbITAXKWN
" Te.pMOCTaOM/IbHOCTL FOCT 291883 IOCT 29188.4
-~TsccoBas [0 CyxO0ro BeLlecTsa MOCT 291884

' 06beMHast 10159 STWIOBOTO CIMPTa OCT 31679



r

8.

r

LLiamnyHm

20.42.16.110

M3 3305
10000 O

Ha 21 nucTtax, nucT 8

MaccoBast A0/ CyMMbl TSDKEMbIX rOCT 31679  I'OCT 31460
METa/1/10B
- CTeneHb KOMMaKTHOCTM FOCT 31698
- MaccoBast 07151 LHKA W/ MarHmst rOCT 31698
- MaccoBast 1071 BOgbl U rieTyuux Belects [OCT 29188.4
- TeMnepartypa KannenaaeHus . MOCT 29188.2
-KONNouaHas CTabynbHOCTb FOCT 29188.3
-MJIOTHOCTb OCT 14618.10
-MnoKasartesib NpesioMIeHNs MOCT 14618.10
TOKCUYHbIE 3/MEMEHTbI: OCT 30178
CBUHeL, FOCT 26932
-MbILLIbAK MOCT 26930
pPTYTb 'OCT 26927

Mukpobrnonornyeckne nokasatenm
- 06LLEee KOMMYeCTBO MUKpoopraHuamos  CaHlH 130-A
-OTCYTCTBME GaKTEPMiA CeMelncTB roCT P NCO 21148
Escherichia coli, Pseudomonus aeruginosa,
Staphylococcus aureus, Candida albicans
ToKCUKONOrnyeckne nokasaTesnn:
- KOXXHO-pasfipadkatoLLee JelicTayie
[IeNCTBIE Ha CM3NCTbIE (15
KOCMETNYECKMX CPEACTB, COAEPXALLMX
cnvpT MeHee 10% o obbemy)
-06LLIETOKCMYECKOE AeiCTBIME
KnnHnyeckme (KIMHMKO-1ab0paTopHbIE)
NMoKa3aTesin:
- pasgpakaroLLee AeicTeme
CEHCMBUIN3MPYIOLLEe eiCTBME
TpeboBaHNSA K MapPKMPOBKE
TP TC 009/2011 cTaTtbsa 2; cTaThbs 5,
nyHkTbl 3,4,5,9; ctartea 7; MNpunoxeHve 1-6
MyHKTbI 3.2 N 4.3 NyHKTbI 3.1.3 n4.2
nyHkTbl 3.1.4, 4.1 n4.2 nyHkT 3.3 TOCT
31696
MOCT 32117

CaHlMnH Ne130-A CaHllnH 1.2.681

CaHllMnH Ne130-A CaHlMnH 1.2.681



Ha/l nununxan, jinNi ?
SpravionenTuyecKme NoKasaTenu: OCT 29183.0
BHELLHWA BUL, UBET, 3arax,
DU3NKO-XMMUYECKME MOKA3ATENN:

BOJOPO/HbIA MOKa3aTe b MOCT 29188.2
- MaccoBas 019 X/I0p0B "OCT 26878
MOCT 14618.1
- NeHo06pasyHoLLas Croco6HOCTL MOCT 22567.1
- YCTOMYMBOCTb MEHBI OCT 31696
- MaccoBas 07151 CyMMbl TSDKENbIX MOCT 31679
METa/ /108
-MaccoBasi 0N CyXOro BeLLECTBa rOCT 29188.4
TOKCUYHbIE 3/1EMEHTbI: OCT 30178
- CBMHeL|, MOCT 26932
-MbILLIbSIK MOCT 26930
-pTyTb FOCT 26927

MwnKpobronornyeckme rnokasaresv
- 06lLiee KonmuecTBo MukpoopraHuamos  CaHlMH 130-A
-OTCYTCTBME GaKTEPUiA CEMElACTB rOCT P NCO 21148
Escherichia coli, Pseudomonus aeruginosa,
Staphylococcus aureus, Candida albicans
TOKCMKOIOrnvecKue rnokasaTesn: .
- KOXXHO-paspaxaroLee AEI\/IICTBI/IE CaHlMH Ne130-A CaHlMnH 1.2.681
- [IENCTBUE Ha CNM3NCTbIE
-06LLETOKCMYECKOE [EiCTBME
KnnHunyeckue (KNMHUKO-1a60paTopHbIe)
NMoKa3aTesIn:
- pasapakaroLuee ,L'l|el7ICTBVIe CaHlMnH Ne130-A CaHlMnH 1.2.681
- CEHCMONN3MPYIHOLLIEE AeCTBIME
TpeboBaHNs K MapKNpOBKe
9.  Jlakv gns BOMOC - 3 3305 TP TC 009/2011 cTartbs 2; CTaTha 5,

20.42.17.120 30 Q000 NyHKTbI 3,4,5,9; cTatba 7; [NpunoxeHve 1-6
NyHKTbI 4.2.1 N 4.2.3 MyHKTbI4.1.4,4.1.5,
416,417,418 n52nyHkTsl 4.1.9, 51 1
5.2 nyHkT 4.3.1 TOCT 31677
FOCT 32117 1



Ha 21 nucTtax, nucTt 10
OpraHosnenTnyeckme nokasaresnu: MOCT 29188.0
- BHELLHMW BMA, LIBET, 3arax,
PUMKO-XUMNYECKNE NOKA3aTe NN

- BOAOPOAHbIN MOKasaTesb FOCT 29188.2
- MaccoBast 1011 HeNeTy4Ymnx BeLLEeCTB FOCT 31677
- Bpems BbICbIXaHWs OCT 31677
TOKCWYHbIE 3/1EMEHTBI: MOCT 30178
- CBUHEL, MOCT 26932
-MbILLIbSIK FOCT 26930
- pPTYTb FOCT 26927

MwuKpobronornyeckmne nokasarTenm

- 00LLee KOMMYECTBO MMKPOOPraH13MOoB CaHlMMH 130-A

-OTCYTCTBME GaKTepuii CEMENCTB FOCT P NCO 21148

Escherichia coli, Pseudomonus aeruginosa,

Staphylococcus aureus, Candida albicans

TOKCMKOIOrMYeCKMe NOKasaTesu:

- KOXKHO-pa3fparKkaroLLiee felicTeue CaHlMH Ne130-A CaHlvH 1.2.681
-06LLIETOKCUYECKOE [IeCTBIE

KnnHuyeckune (KIMHNKO-NnabopaTopHble)

noKasaTtenu:

- pasapaatoLLige feiicTale CaHlMH Ne130-A CaHluH 1.2.681
- CEHCMONNM3MPYHOLLIEE AECTBIE

TpeboBaHNSA K MapKUPOBKe



10.

2 3

Mpoune KocMeTUYeCKUe cpeacTeagid  20.42.17.120
BOJI0C

4

A3 3305
90aD1
13 3305
90000 9

5

TP TC 009/2011 cTatba 2; cTaThd 5,
nyHKTbI 3,4,5,9; cTatbsa 7; MNpunoxkeHve 1-6
NYHKT 3.2 NyHKTbI 3.1.3 1 4.2 NyHKTbI 3.1.3
n 4.2 nyHkTol 3.1.4, 4.1 n 4.2 nyHKTbI 3.4.2
1 3.4.3 nyHkT 3.3.1 TOCT 31679

NYHKT 3.2 NyHKTbI 3.1.3 1 4.2 NyHKTbI
3.14, 41 n4.2 nyHkTbl 3.4.2 1 3.4.3 NYHKT
3.3.1 IOCT 31679

nyHKT 4.3 TOCT 31460

NyHKTbI 3.2.1 1 3.2.2 nyHKTb1 3.1.3 n 4.2
nyHKT 3.3 TOCT 31695

MYHKTbI 3.2 1 4.3 NyHKTbI 3.1.3 1 4.2
NyHKTbl 3.1.4, 4.1 n 4.2 nyHKT 3.4.4 NyHKT
3.3 NOCT 31698

NyHKTbI 3.2 1 4.3 NyHKTbI 3.1.3 n 4.2
NyHKTbl 3.1.4, 41 n 4.2 NyHKTbI 3.4.4 1

3.4.7 nyHkT 3.3 FOCT 31697

rOCT 32117

OpraHonienTuyeckme nokasaTenu: MOCT 29188.0
- BHELUHWIA B, UBET, 3anax

- KpoHoLL@as CriocoBHOCTb

PU3NKO-XMMUYECKIE MOKa3aTeNu:

- BOAOPOAHbII NMoKasaTtesb FOCT 29188.2
- BOAOPOAHbIIA MoKasaTe/lb BOLHOW MOCT 29188.2
BbITSDKKY

- TEpPMOCTabU/IbHOCTD FOCT 29188.3
- CTOMKOCTb K BOAE FOCT 31697

- MaccoBas [10/19 CyxO0ro BelLecTsa FOCT 29188.4
- 06beMHas 10715 3TUIOBOIO CnmpTa FOCT 31679

- MaccoBast [0/ CyMMbl TSHKESbIX FOCT 31679
METa/1/10B FOCT 31460
- CTeneHb KOMMaKTHOCTU MOCT 31698

- MaccoBas 0715 UMHKa W MarHus FOCT 31698

- MaccoBas 04 BoAbl M neTyumx Bellects TOCT 29188.4
- Temneparypa KarenageHns MOCT 29188.2

6

Ha 21 nucTtax, nnct 11

OCT 29188.4

rOCT 3639



1

CpeacTBa rmMrmeHbl NosocTy pra

20.42.18.110
20.42.18.111
20.42.18.112
20.42.18.190

3 3306
10 300
13 3306
90000 0

L]

Ka Z . NUcTax, .UACT jZ

- KOnnomaHas CTabuibHOCTb MOCT 29188.3
- M/I0THOCTb MOCT 14618.10
- NOKa3aTe/b MPenoMIeH!s MOCT 14618.10
TOKCUYHbIE 3/1EMEHTbI: FOCT 30178

- CB/HeL, MOCT 26932
-MblILLIbSIK FOCT 26930

- PTYTb FOCT 26927

MuKpo6ronornyeckune nokasaresnn:

- 00LLEee KOMMYECTBO MMKPOOPraH13MOoB CaHlMuH 130-A

- OTCYTCTBUE GaKTEPUIA CEMEINCTB FOCT PUCO 21148

Escherichia coli, Pseudomonus aeruginosa,

Staphylococcus aureus, Candida albicans

TOKCUKONOrMYyecKue nokasaTenu:

- KOXHO-pas/paxatoLLiee feiicTame CaHMuH Ne130-A CaHlMuH 1.2.681
- JENCTBWE Ha CNU3NCTbIE

- OOLLIETOKCNYECKOE AeliCTBME
KnuHnyeckune (KNMHMKO-NabopaTopHbIe)
nokasaresnu:

- pasfpaxaroLLiee feincTBye

- CEHCUOMN3VPYIOLLIEE AIECTBIE
TpeboBaHNA K MapKUPOBKe

TP TC 009/2011 cTaTha 2; cTaTha 5,
NyHKTbI 3,4,5,9; ctatba 7; MpunoxeHve 1-6
CTb 1736

nNyHKT 3.1.3 nyHKTbI 3.1.3, 3.1.4 n4.1
nyHKT 3.4.4 nyHKT 3.3.1 nyHKT 6.8 TOCT P
51577

nyHKTbl 4.2 TOCT 5972

nyHkT 3.1.4

NYHKT 3.4.3 NMyHKT 3.1.4 NyHKT 3.4.3 NyHKT
6.8 TOCT 7983

rOCT 32117

nyHkT 3.1.3 nyHkTb13.1.3, 3.1.4 n4.1
nyHKT 3.4.4 nyHKT 3.3.1 nyHKT 6.8 CT PK
FOCT P 51577

CaHlMH Nel130-A CaHllNvH 1.2.681






OpraHonenqueCKme nokKasaTtenu:
- BHELUHWIA B, LBET, 3anax, BKyC
PUNKO-XUMNYECKME NOKa3aTe N
- BOAOPOAHbIA NOKasaTtesb

- MaccoBas 071 CYMMbI TSHKESTbIX
METa//10B

- Maccosas fons ropuaos (a4
(hTOPOCOAEPXKALLX CPEACTB)

- Macca ()TopraoB B eAVHILIE YNAKOBKM
(ana dTopcoaepkaLLmx cpeacTs)

- MaccoBast o151 3TWI0BOIO crivpTa

- 06beMHas 1015 3TUIOBOIO CnmpTa

- abpa3vBHOCTb

- OCTaTOK MOC/Ie Npocesa Ha cuTe

- MaccoBas [0/1S YINIEKNCIOro KasbLys,
YINIEKCNOr0 MarHus 1 BYYT/IEKVCIOro
HaTpwWs B MepecyeTe Ha Yr/IeKUCbIiA
Ka/lbLINIA

- MaccoBas 019 CBOOOAHOM LLIENoYn

- MaccoBasl 07151 NOMTYTOPHbIX OKC/I0B
Xenesa 1 antoMUHUS

- MaccoBasd 00/14 BOAbl N IETYYMNX BELLIECTB

- MaccoBas A0/1s ABYYT/IEKICION0 HATpUs

(ans NOOOLLIKOB C G1KapPOGOHATOM)

- MaccoBasi 107191 YITIEKVIC/IOro HaTpust (s

MOOOLLIKOB C B1KapboHaTOM)
TOKCUYHbIE 3/1EMEHTbI:

- CBMHeL

-MbILLbSIK

- PTYyTb

|\/|I/IKpO6I/IO]'IOFI/I‘-I€CKI/Ie NMoKasaTesn:

OCT 29188.0

OCT 29188.2
CTb 1736
OCT 5972
CTb 1736
OCT 7983

MOCT 1736

CTb 1736
MOCT 31679
OCT 7983
OCT 5972
OCT 5972

OCT 5972
OCT 5972

OCT 5972
rOCT 5972
MOCT 5972
FOCT 30178
OCT 26932

FOCT 26930
FOCT 26927

OCT P 51577
FOCT 7983
OCT P 51577

OCT P 51577

OCT P 51577
MOCT 3639



CpefcTBa KOCMETUYECKME, 20.42.19.110

ncnonb3yemble 0, BO BPeMsl WK nocse
opnTbHA

»

3 3307
103300



- 06LLee KonmyecTso MuKpoopraHnsmos  CaHlMH uu-rt

- OTCYTCTBME GaKTEPUIA CEMEINCTB FOCT P NCO 21148

Escherichia coli, Pseudomonus aeruginosa, MOCT P 51577

Staphylococcus aureus, Candida albicans  FTOCT 7983

TOKCUKONOrnyeckme nokasarenu:

- KOXHO-pa3apaxatoLLIee AeiCTBIe CaHlNvH 1.2.676-97 CaHlvH 10-64 Pb
- [eVICTBME Ha C/M3UCTbIe 98

- OOLLETOKCUYECKOE AelCTBME

KnuHuueckue (KNHHUKO-1abopaTopHble)

rnokasarenw:
- pa3fpaxaroLLee AencTere CaHl'NvH 1.2.676-97 CaHlvH 10-64 Pb
- CEHCMONNM3MPYHOLLEe eiCTBME 9%

- JEMUHEpaI3YHOLLEe feiCTBIe
TpeboBaHNA K MapKNPOBKeE

TP TC 009/2011 cTatbs 2; CTaThs 5,
nyHKTbI 3,4,5,9; cTatba 7; MNpunoxeHve 1-6
NYHKT 3.3.1 NyHKTbI 3.2.1 1 3.2.2 NyHKTHI
3.1.3,3.14,3151n3.1.6 nyHKkTbl 3.1.7 1
4.1 nyHkT 3.4.1 nyHkT 3.3.1 TOCT 31692
NYHKT 3.2 NyHKTbI 3.1.3 1 4.2 NyHKTbI 3.1.3
n 4.2 nyHkTol 3.1.4,4.1 n 4.2 nyHKTbI 3.4.2
1 3.4.3 nyHkT 3.3.1 FOCT 31679

MOCT 31460

NyHKTbI 3.2.1 1 3.2.2 NyHKTbI 3.1.3 n4.2
nyHkT 3.3 MOCT 31695

MOCT 32117

OpraHonenTnyeckue rnokasarenu: MOCT 29188.0
- BHELUHWIA BUL, LBET, 3arax

DU3NKO-XUMNYECKIME MOKA3aTENN:

- BOJOPOAHbIIA NOKasaTesb FOCT 29188.2
- NMEHHOE YKnCno MOCT 31692

- YCTOAYMBOCTb MEHbI MOCT 31692

- MIOTHOCTb MOCT 14618.10
- MaccoBas 1015 XXUPHbIX KACMOT MOCT 31,692

- TEPMOCTabU/IbHOCTb MOCT 29188.3 FOCT 29188.4






- MaccoBas 1019 CyX0ro BeLLecTBa MOCT 291884

- 06beMHas 015 3TUI0BOrO crivpTa MOCT 31679 MOCT 3639
- MaccoBas 1019 CyMMbI TSHKeNbIX MOCT 31679 "OCT 31460
METa//10B

- MaccoBas fons BoAb! M neTyunx Bewects TOCT 29188.4

- TemnepaTypa KansenageHns MOCT 29188.2

- KononaHas CTabusibHOCTb rOCT 29188.3

- MIOTHOCTb MOCT 14618.10

- Nnokasare/ib NPesIoM/IeHNA MOCT 14618.10

TOKCMYHbIE 3/1IEMEHTbI: MOCT 30178

- CBMHeL, FOCT 26932

-MbILLIbSIK MOCT 26930

- pPTYTb FOCT 26927

MWuKpo6bmonornyeckne rnokasaTtenu:

- 00LLiee KONMYeCTBO MUKPOOPraHM3MOB CaHlMvH 130-A

- OTCYTCTBME GaKTepuiA CeMeliCcTB OCT P NCO 21148

Escherichia coli, Pseudomonus aeruginosa,

Staphylococcus aureus, Candida albicans

TOKCMKOIOrn4yecKume rnokasaresin:

- KOXHO-pasapakaroLLee [encTaue CaHlMnH Ne130-A CaHlH 1.2.681
- [e/iCTBME Ha CMU3UCTbIe (KPOMe V13LeNuiA

[N 6pUThLS)

- 0OLLIETOKCNYECKOE AeiiCTBME

KnnHnyeckme (KNMHUKO-1abopaTopHble)

NMoKa3aTesin:

- pazfpaxatoLLee AencTBie CaHlMnH Ne130-A CaHllMH 1.2.681
- CEHCUOMNM3MPYHOLLIEE AECTBIE

TpeboBaHUA K MapKMPOBKe



Ha 21 nuctax, nuct 16
20.42.19.120 W3 3307 TP TC 009/2011 cTaTba 2; CcTaThs 5,
13 Iﬂfgﬁ@%ﬂig‘:HV:)?OHLV;';E'E?E:E:HT"' 20 G000 NYHKTbI 3,4,5,9; cTatha 7; MpunoxeHve 1-6
NYHKT 3.2 NyHKTbI 3.1.3 4.2 nyHKTbI 3.1.3
n4.2 nyHkTbl 3.1.4, 41 n 4.2 nyHkrbl 34.2
n 3.4.3 nyHkT 3.3.1 IOCT 31679
OCT 32117

OpraHonenqueCKme nokKasaTtenu: OCT 29188.0
- BHELLHWIA BU, LBET, 3arax
CbUYMKN-XxmMn4yecKHe rnokasarTesin:

- 06bEMHas 0N9 STWIOBOTO CrVpTa rOCT 31679 roCT 3639
- BOJIOPO/HbINA MoKasaresib rOCT 29188.2
MacCoBast 107151 CyMMbl TSKE/TbIX FOCT 31679
MeTaInoB
TOKCUUHbIE 3M1EMEHTbI: Fggl'l: gggg
-l(l:vllgtt/ll:ilﬂ-tk FOCT 26930
pTyTh [OCT 26927

MwuKpoburonornyeckune nokasartenu:
06LLIee KONMUYECTBO MUKpoopraHismog  CaHlH 130-A
OTCYTCTBUE GaKTEPUA CEMEIACTB rOCT PWNCO 21148
Escherichia coli, Pseudomonus aeruginosa,
Staphylococcus aureus, Candida albicans
TOKCMKOTIOrM4yecKume rnokaszaTenn:
KOKHO-Pa3/PKAIOLLIE AeViCTBIe CaHlMH Nel130-A CaHlMuH 1.2.681
- 06LLETOKCNYECKOE [eiCTBYE
KnuHuyeckue (KNMHNKO-NabopaTopHble)
T;gg;;i’;gmee ST CaHMH Ne130-A CaluH 1.2.681
- CEHCUOWNI3VPYIOLLIEE JENCTBIE
TpeboBaHNA K MapKMPOBKe
ApoMaTi3vpoBaHHble comv 1 npoune  2042.19.130 113 3307 TP TC 0092011 crarbd 2, crarbf 5
14 COpCTaBbl ,u,nz MPUHATYS! BaHH P 30 000 0 nyHKTbI 3,4,5,9; cTatha 7; NMpunoxeHve 1-6
FOCT 32117




Mbl1no TyaneTHoe (BK/O4Yast MblI/o, 20.41.31.110
cofiepykalliee nekapcTBeHHble cpeacTea) 20.41.31.112

B chopMe 6pyckoB, KyckoB win B Buge 20.41.31.113
(hopMOBaHHbIX U3eNnin 1 bymara, 20.41.31.119
BaTa, BOMNOK unu peTp 1 HeTkaHble  20.41.31.119

mMaTepuasbl, NPOMMUTaHHbIE UK
MOKPbITblE MbIJIOM WU/ MOKOLLAM
CPeacTBOM, TyaneTHble

13 3401
11000 1
13 3401
11000 9

Ha 21 nuctax, nuct 17

OpraHo/ENTUYeCKIe NoKasaTe/n: MOCT 29188.0

- BHELLUHWIA BUL, LIBET, 3anax

PU3NKO-XUMNYECKIME MOKA3ATE/N:

- BOAOPOAHBIN NMOKasaTesb FOCT 29188.2

- TePMOCTabUIbHOCTb MOCT 29188.3 rOCT 29188.4
- MaccoBas [10/19 CyXO0ro BeLLEecTBa OCT 29188.4
TOKCUYHbIE 3/IEMEHTBI: FOCT 30178

- CBMHeL| MOCT 26932
-MbILLbAK MOCT 26930

- pTYTb FOCT 26927
MwuKpobronornyeckmne nokKasaTesnn:

- 00LLiee KonMYecTBO MUKpoopraHmavoB  CaHlmH 130-A

- OTCYTCTBUE GaKTEPUIA CEMEINCTB FOCT P NCO 21148

Escherichia coli, Pseudomonus aeruginosa,
Staphylococcus aureus, Candida albicans
ToOKCMKONOrn4yecKme noKasartesin:

- KOXXHO-pasfpaxkaroLLee [eiicTeme

- 0OLLIETOKCMYECKOE AeiCTBME
KnnHnyeckune (KNMHNKO-NabopaTopHbIe)
NMoKa3saTesin:

- pasgpakaroLLee [eiicTeme

- CEHCMBNNM3MPYHOLLIEe AeCTBME
TpeboBaHNA K MapKNPOBKE

TP TC 009/2011 ctaTbs 2; cTaThsi 5,
nyHKTbI 3,4,5,9; cTatba 7; MNpunoxeHve 1-6
MYHKT 5.2.1 NyHKT 6.1 NYHKT 5.3.2 NyHKT
5.3.1 nyHkT 54.1 TOCT 28546

FOCT 32117

OpraHonenTuyeckune nokasarenu: FOCT 790

- BHELLHWIA BU, LBET, 3araX, KOHCUCTEHLNS

P U3NKO-XMMNYECKME MOKa3aTeNn:

- MaccoBas 0N XXUPHBIX KACNOT MOCT 28546

CaHlNlMH Ne130-A CaHlMnH 1.2.681

CaHlMH Ne130-A CanlnH 1.2.681-97



1 2 3 4 1 5 6
Ha 21 nucTtax, nucT 18
- TeMneparypa 3aCTbIBaHNA XXUPHbIX rOCT 790
Kucnot
- MaccoBas [0/15 X/I0PUCTOro HaTpus rOCT 790
- MepBOHaYa/IbHbIA 06bEM MeHbl rOCT 790
- MaccoBas [0/ COA0MNPOAYKTOB rOCT 790
TOKCUYHbIE 3/M1EMEHTbI: MOCT 30178
* - CBMHeL, MOCT 26932
N -MbILLIbAK MOCT 26930
- pTyTb FOCT 26927
TOKCMKONOrMYecKme nokasarenu:
- KOXXHO-pa3apaxatoLLiee AelcTByie CaHlMMH Ne130-A CaHllivH 1.2.681
- OOLLIETOKCMYECKOe [einCTBIe
KnuHnueckune (KNMHMKO-nabopaTopHbIe)
nokasaresnu:
- pasapaxatoLLiee felicTBIe CaHlMH Nel130-A CaHlivH 1.2.681
- CEHCOMNI3NPYIOLLIEE AECTBYE
TpeboBaHUS K MapKMPOBKe
16. MbIno TyaneTHoe B NPoYMX dopmax 20.41.31.130 33401 20 TP TC 009/2011 ctaTbsi 2; cTaThs 5,
W3 3401 nyHKTbI 3,4,5,9; cTatba 7; MNpunoxeHue 1-6
20 1000 OCT 32117
W3 3401
209000

OpraHosienTnyeckKue nokasaresn.

- BHELLHNI BW/A, LIBET, 3arax, KOHCUCTEHLNA

DUNKO-XMMUNYECKME NOKA3aTENN:
- MaccoBasi 10N XXUPHbIX KUCOT

- TemMnepaTtypa 3aCTbIBaHMSA XPHbIX
KucnoT

- MaccoBast 40N X/I0PUCTOrO HaTpKis
- NepBOHaYa/bHbIN 06BEM MEeHbI

- MaccoBast 40N COLOMPOAYKTOB
TOKCUYHbIE 3NEMEHTbI:

- CBUHeL|

-MbILLIbSIK

- PTyTh

TOKCUKOMOrM4ecKne noKasaTesnin:

rOCT 790

FOCT 28546
FOCT 790

FOCT 790
rOCT 790
FOCT 790
FOCT 30178
MOCT 26932 »
MOCT 26930
FOCT 26927



17.

NMoBEpPXHOCTHO-aKTUBHbIE

opraHu4eckme BelecTBa 1 cpeacTea

A5 MbITbSI KOXM B BU/E XXNAKOCTU
UNn Kpema, CoAeprKalline Uam He
cofieprKalyme Mblio .

20.41.20

20.42.15.131
20.42.15.132
20.42.15.141
20.42.15.149
20.42.15.143
20.42.15.142

3 3401
300000

. Ha 21 nucTtax, nucT 19
- KOKHO-Pas/ipbKaloLLiee AECTBIAC CaHlMH Ne130-A CanluH 1.2.681
- 0OLLIETOKCMYECKOE AeiCTBME
KnunHnyeckune (KNMHUKO-nabopaTopHbIe)
rnoKasaTennm:
- pasfpaxaroLLee feincTBre
- CEHCMONNM3VPYHOLLIEE eNCTBUE
TpeboBaHNA K MapKNUpPOBKe
TP TC 009/2011 cTtatbsi 2; cTaThsi 5,
NyHKTbI 3,4,5,9; cTaTtba 7; MNpunoxkeHve 1-6
NyHKTbI 3.2 1 4.3 NyHKTbl 3.1.3 n 4.2
nyHKTbl 3.1.4, 41 n4.2 nyHkT 3.3 FOCT
31696
rOCT 32117
nyHKT 5.10.1 nyHKT 5.9 NyHKTbI 5.2, 5.3,
54,551 5.6 nyHKTbI 5.7, 5.8 1 6.1 NyHKT
5.11 IOCT 32851

CaHlMnH Ne130-A CaHlvH 1.2.681

OpraHonenTyecKne nokasaTesu: 'OCT 29188.0
- BHELLIHWIA B, LIBET, 3anax
P UN3NKO-XMMUMNYECKNE NnoKasaTenn:
- BOZOPOAHbIN MoKasaresib 'OCT 29188.2
MaccoBast 4073 XTOpIAoB OCT 26878  [OCT 14618.1
- MeHoo6pasyHoLLias CrnocobHOCTb 'OCT 22567.1
- yCTOVIl-IVIBOCTb MNeHbI 0OCT 31696 TOCT 32851
MaccoBast [I0Ns CyMMbI TSXEbIX 'OCT 31679
MeTa/1/10B
- MaCCOBaA [0/11 CyXOro BeLeCTBa OCT 29188.4
TOKCUYHbIE 3/IEMEHTBI: [TOCT 30178
- CBIHEL, FOCT 26932
MbILLIbAK FOCT 26930
~PTYTE FOCT 26927
M VIKpO6I/IOJ'IOFI/Il-IeCKVIe nokKasartenu:
- 00LLEe KOMMYECTBO MUKPOOPraHM3MOB  CaulMvH 130-A
OTCyTCTBUE 6aKTepvu7| CEeMENCTB FOCT PUCO 21148

ischerichia coli, Pseudomonus aeruginosa,
Staphylococcus aureus, Candida albicans
TOKCMKOIOrnyecKumne nokasaTesin:



1

1

Mpoune napgromMepHble
KOCMETUYECKUNE CPeacTBa, B APYrom
MecTe He NMOMMEHOBaHHbIe U He
BKJ/1HOYEHHbIE

20.42.19.190
10.39.30.000
10.89.19.290
12.00.19.140
10.89.15.110
10.41.71.000

A3 3307
90 000 8

| 5 I 6

Ha 21 nuctax, nuct 20

- KOXXHO-paspakaroLLiee fIefcTBye
- OOLLIETOKCMYECKOE [ENCTBIIE

KnnHnyeckue (KNMHUKO-1abopaTopHbIe)
nokKasaTesnu:

- pasapaxaroLLiee [encTeme

- CEHCMOMNM3VIPYIOLLIEe eiCTBIE
TpeboBaHNA K MapPKMPOBKeE

TP TC 009/2011 cTatbs 2; cTaThs 5,
nyHKTbI 3,4,5,9; cTatba 7; MNpunoxkeHve 1-6
rOCT 32117

MYHKT 5.5 NyHKTbI 5.3, 5.4 1 6.1 NyHKT
5.7.1 nyHKT 5.6.1 TOCT 32853

CaHlNMH Ne130-A CanlvH 1.2.681

CaHlNnH Ne130-A CanlnH 1.2.681

OpraHonenTruyecKune noKasartenu: OCT 29188.0
- BHELLIHWIA BWA, LBET, 3arax

PUNKO-XUMUYECKME NOKa3aTe/n:

- BOJAOPOAHbI NoKasaTe b OCT 29188.2
- BOZIOPO/Hb I NMoKasaTe b BOAHOM OCT 29188.3 FOCT 291884
BbITSKKU

- TEpMOCTabU/IbHOCTb MOCT 29188.2

- MaccoBast 40/ CyXOro BeLLecTea MOCT 29188.4
- 00beMHas 10719 ITU/I0BOIO CnvpTa MOCT 31679  I'OCT 3639
- MaccoBas 0N CyMMbI TAHKESbIX MOCT 31679
METa/1/10B MOCT 31460

- CTerneHb KOMMAaKTHOCTM FOCT 31698

- MaccoBas 40N UMHKa UK MarHmus MOCT 31698

- MaccoBast ,0N15 BoAb! U neTyuunx Belects OCT 29188.4
- TeMneparypa KansenageHus MOCT 29188.2
- KOJUiouaHas CTabuibHOCTb MOCT 29188.3

- M/I0THOCTb MOCT 14618.10
-rnokasare/ib NpesioMIeHNs MOCT 146181,0
TOKCWYHbIE 3/1EMEHTbI: FOCT 30178

- CBUHeL, FOCT 26932
-MbILLbAK OCT 26930



PykoBoauTesb opraHa ro cepTudmkaLimm
naphroMepHO-KOCMETUYECKOIN NPOLYKLWN
®IbY «HLLIK» MuH3apasa Poccumn

I 5 |

- PTyTH FOCT 26927
MwuKpobronornyeckme noKasartesiu:

- 06LLee KOMMYECTBO MUKPOOPraHM3MOB  CanlMH 130-A

- OTCYTCTBVe GaKTEpUIA CEMENCTB rOCT PUCO 21148

Escherichia coli, Pseudomonus aeruginosa,

Staphylococcus aureus, Candida albicans

TOKCMKONOrnyeckKmne nokKasaTesn:

- KOXHO-pasfpayKatoLLiee fieiicTBMe CaHl'mH Nel130-A CaHlvuH 1.2.681
- [eVICTBYE Ha C/M3NCTblE

- 0BLLETOKCMYECKOE [eincTBIe

KnnHunyeckme (KNMHUKO-1ab0paToOpPHbIE)

roKasaTesn:

- pasppaxatoLLiee fencTBYE CaHlM1H Ne130-A CaHlMuH 1.2.681
- CEHCUOMN3VIPYIOLLIEe eCTBME

TpeboBaHNS K MapKNPOBKeE

E.A.EpLuioBa



MpownTo:
NMpoHymMepoBaHO:

21 (oBaguaTb O04MH) NUCT

JKcnepT No akKKpeauTaLuWu:

TexXHNUYeCKNin aKcnepT:






